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Supplementary Figures 
 
Fig S1. Maximum Likelihood Ancestral State Reconstructions (Mega 6.0). 
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Fig S2. Maximum Likelihood Estimates of Selection (PAML 4.7). 
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          Sites           M0 vs M3 M0 -24459.58 119 M3 -23600.88 123 1717.41 0 *** 
M1 vs M2 M1 -23779.53 120 M2 -23601.85 122 355.35 6.83E-78 *** 
M7 vs M8 M7 -23746.38 120 M8 -23568.19 122 356.37 4.11E-78 *** 
M8a vs M8 M8a -23706.28 121 M8 -23568.19 122 276.18 5.10E-62 *** 
	
Model 8 |  Tree length =  22.98111, Kappa (ts/tv) =  3.06955,  
                    Parameters in M8 (beta&w>1): p0 =   0.91353  p =   0.78883 q =   0.74901 
                                                                                 p1 =   0.08647  w =   2.83756 
 
Bayes Empirical Bayes (BEB).  Positively Selected (*: P>95%; **: P>99%) 
    Site   Probability(w>1) post mean +- SE for w 
     8 P      1.000**        2.540 +- 0.195 
     9 N      1.000**        2.540 +- 0.195 
    11 W      1.000**        2.540 +- 0.195 
    13 Q      1.000**        2.539 +- 0.197 
    27 L      0.781          2.156 +- 0.657 
    36 I      1.000**        2.540 +- 0.195 
    37 P      1.000**        2.540 +- 0.195 
    38 Y      1.000**        2.540 +- 0.195 
    39 Y      0.997**        2.534 +- 0.209 
    40 D      1.000**        2.540 +- 0.195 
    42 N      0.982*         2.507 +- 0.282 
    43 S      1.000**        2.539 +- 0.197 
    46 H      0.621          1.897 +- 0.774 
    55 I      1.000**        2.540 +- 0.195 
    56 I      1.000**        2.540 +- 0.195 
    57 S      1.000**        2.540 +- 0.196 
    58 R      1.000**        2.540 +- 0.195 
    68 D      1.000**        2.539 +- 0.197 
    69 Q      0.914          2.382 +- 0.474 
    70 E      0.529          1.749 +- 0.797 
    86 S      0.914          2.379 +- 0.467 
   102 N      1.000**        2.539 +- 0.197 
   113 S      1.000**        2.540 +- 0.195 
   120 K      1.000**        2.540 +- 0.195 
   121 S      1.000**        2.540 +- 0.196 
   127 H      0.899          2.350 +- 0.494 
   228 P      0.519          1.728 +- 0.807 
   231 G      0.908          2.362 +- 0.468 
   234 P      1.000**        2.539 +- 0.196 
   238 S      0.847          2.264 +- 0.582 
   240 K      0.502          1.710 +- 0.796 
   293 T      0.988*         2.516 +- 0.251 
   306 L      0.997**        2.535 +- 0.211  <- PTS1 Motif, 3rd position. 
   310 T      0.891          2.337 +- 0.506 
   313 S      0.591          1.848 +- 0.787 
   340 N      0.648          1.943 +- 0.759 
   346 S      0.629          1.912 +- 0.769 
   353 -      0.634   	


